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RNA silencing is a gene silencing mechanism that is dependent on the
complementary of small RNAs to target mRNAs. This mechanism is highly conserved among biological
species and plays a critical role in intracellular processes. | identified Tdrd3 as a novel factor
that interacts with Drosophila RNA silencing active factor Agol. | generated an anti-Tdrd3 antibody
to elucidate the molecular function of Tdrd3. Furthermore, | generated a Trdr3 knockout (Tdrd3 KO)
fly by the CRISPR/Cas9 system. Detailed analyses using these tools will elucidate the molecular
mechanism of Tdrd3 as a regulator of RNA silencing.
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A novel gene is involved in the silencing of transposable elements in Drosophila
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