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Detection of tumor-specific antigen of highly prevalent angiosarcoma in Okinawa
by comprehensive transcriptome analysis

UTSUMI, DAISUKE
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We performed differential gene expression analysis between angiosarcoma
tumor samples obtained from 5 long-term survivors (> 3 years) and 4 short survivors (< 1 year) based
on the transcriptome data. RNA extracted from FFPE samples were used for the transcriptome analysis
as we discovered the high correlation between gene expression profile of frozen and FFPE samples.
Among genes associated with immune checkpoint, SIRPa ,which inhibits macrophage phagocytic activity,
was significantly lowly expressed in long-term survivors.
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