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The functional analysis of chromatin remodeling complex in oral cancer

2,300,000
ARID1A SWI/SNF

CDNA ARID1A

2 (CXCL1, OR7E91P, FUTS3,
FAM222B, TGFB2, JARID2) CXCL1 RT-PCR
CDNA ARID1A
ARID1A ARID1A
2019
ARID1A

ARID1A

ARID1A is one of the subunit of SWI/SNF chromatin remodeling complex.
Genetic mutations have been found in many malignant tumors and thought to be act as tumor promoter.
However, it remains unclear what molecules cooperate with oral cancer. In this study, we used cDNA
microarray analysis of oral cancer cell lines in order to identify the genes related to ARID1A.
The result, we detected six genes with more than 2-fold expression (CXCL1, OR7E91P, FUT3, FAM222B,
TGFB2, JARID2). In addition, the expression of CXCL1 was also increased in RT-PCR, showing good

results as a target molecule.
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