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Effects of carbohydrate and fatty acid intakes and genetic polymorphisms on the
development of dyslipidemia
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2,200,000

(J-MICC Study)

The aim of this study was to examine the influence of genetic factors in the

associations between carbohydrate and fatty acid intakes and dyslipidemia. For participants in the

Shizuoka and Daiko areas of the Japan Multi-Institutional Collaborative Cohort Study (J-MICC Study),
we identified three genetic polymorphisms that have been suggested to be related to the regulation
of lipid metabolism and others, and examined the influence of the associations between carbohydrate
and fatty acid (saturated, monounsaturated, and polyunsaturated fatty acids) intakes and the
development of dyslipidemia. We found no modification by the genetic polymorphisms examined in this
study on the associations between carbohydrate and fatty acid intakes and dyslipidemia.
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