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Development of forensic human identification method baced on virome by next
generation sequencing

Kishimto, Mai
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Forensic science is_application for the purpose of criminal investigation
and evidence production in court. Here, we investigated human skin virome, including both DNA and
RNA viruses to explore the possibility of individual identification. Total 48 samples corrected from

four subjects at four body sites over a week and a month were analyzed. In result, 0.85% reads
obtained were estimated to be derived from viruses including 78 families, 274 genus. Reads of human
infectious papillomaviruses, herpesviruses and other viruses were detected from all samples with
high diversity of genera. In conclusion, comprehensive human skin virome were revealed in this
study, however, individual identification could not achieved only from skin virome analysis using
NGS. Deep-sequencing of PCR amplicon derived from universal primer targeting Papillomaviridae and
Herpesviridae, which were human infectious and constantly detected, is thought to be nececcery for
individual identification.
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