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Search for biomarkers predicting dementia using urine lipidomics analysis

Nakamura, Kazutoshi
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In this study, we performed a comprehensive analysis of urinary lipid
molecular species using spot urine samples from 18 patients with Alzheimer"s disease and age- and
sex-matched 18 elderly people with normal cognitive function. Combining the results of a
comprehensive analysis of water-soluble metabolites in the same urine samples obtained in previous
studies, we examined changes in urinary metabolites specific to patients with Alzheimer®s disease.
The results suggested a decrease in glycerol 3-phosphate molecules and several molecular species
related to lipid metabolism downstream of glycerol 3-phosphate molecules, as well as a decrease in
caffeine and its metabolites. This study suggests that urinary metabolites may be a potential
biomarker for Alzheimer®s disease.
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