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Shell museomics: Experimental study to utilize museum collections
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The purpose of this study is to investigate methods to utilize museum
specimens by extracting DNA from shells in museum collections. Due to their high species and
morphological diversity, shells are often the subject of collections, and a vast number of specimens

are stored in museums in various regions. We conducted experiments in a variety of taxa with the
intention of using them for molecular phylogenetic analysis. The results of this study indicate that
DNA can be extracted from shells of any species, but the extraction efficiency depends on the
method. The question of why DNA can be preserved in shells is a topic for the future.
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