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Exploration of sexual reproduction for sporocarpic arbuscular mycorrhizal fungi
along with species identification

Yamato, Masahide
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Recent genome analysis of some arbuscular mycorrhizal (AM) fungal strains
revealed two types of nuclear status, homokaryosis and dikaryosis, in which heterozygous in the
putative mating type locus was confirmed in the dikaryosis strains. The result indicates the
existence of (para) sexual processes in the AM fungi, however sexual reproductive bodies have never
been observed among AM fungi. In this study, spores isolated from the same AM fungal sporocarps
molecularly identified as Rhizophagus irregularis and Diversispora epigaea were examined for SNPs in

reduced genomic libraries to study their genetic composition. The result indicates that those
sporocarps comprise clonal spores. Therefore, sporocarps with clonal spores may have different

functions than sexual reproduction.
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1 Rhizophagusirregularis. A B C

D. SS, swollen
structure; SP, spore; IW, inner wall; LW, laminated wall; OW,
outer wall. A=1 cm; B=500 pm; C=100 pm; D=100

pm.

2. Diversispora epigaea. A .B .C

.D . IF, interwoven
hyphae; SP, spore; SS, swollen structure; OW, outer wall; LW,
laminated wall. A=1 cm; B=500 pm; C=200 pm;

D=50 um.
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