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Effects of picorna-like virus on the feeding habits and reproduction of the
citrus red mite and its control factor

Osakabe, Masahiro
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Genome sequence of a single strand RNA virus detected from the citrus red
mite (Panonychus citri) was determined, and the effects of host plant of mite and ultraviolet
radiation on increase / decrease of the virus were tested. The genome sequencing indicates that this

virus is the same species as or closely related to Hubei picorna-like virus 79 strain. This virus
increased inside the spider mite when the mites fed on citrus leaves while it was significantly
decreased by UV-B irradiation on the mites. However, cost for survival and reproduction of spider
mites due to increase of the virus was not detected, so that this virus was likely symbiotic.
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