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Analysis on virulence-identified intercellular signaling networks of Ralstonia
solanacearum
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The LysR-type transcriptional regulator PhcA regulates expression of quorum
sensing (QS)-dependent genes of Ralstonia solanacearum strain OE1-1 dependently its bacterial
density. To elucidate extracellular signalling cascade involved in QS, we first showed that the QS
signalling cascade is composed of the PhcA induction pathway and PhcA activation pathway.
QS-inducible secondary metabolites ralfuranone and major extracellular polysaccharide EPS 1 were
involved in the positive feedback regulation of QS-dependent genes by PhcA. Furthermore,
QS-inducible lection, LecM, which are localized in the outer membrane, was involved in extracellular

stability of methyl 3-hydroxymyristate, which was the QS signal, influencing the positive feedback
regulation of QS activity.
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