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Pathologic analysis of retroviral cardiomyocyte abnormality and the usefulness
as an animal disease model
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To elucidate the pathogenesis of cardiomyoc%te abnormality caused by avian
leukosis viruses, iPS cells were produced from chick embryo. But, these cells were unuseful for
further RNA-seq analysis because the cells were infected with multiple ALV strains. Meanwhile,
immortalized cell lines derived from multiple congenital hemangioma in a Japanese Black calf was

established. RNA-seq analysis demonstrated TNF signaling pathway anomalies and over expression of
TNFRSF6B gene in the cell lines.
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