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Working with the experimental model of xenogenic cell co-culture, we
recently found the striking phenomenon of bidirectional mRNA exchange between human and mouse cells.
This led us to hypothesize that the transferred mRNAs influence the landscape both of transcriptome
and epigenome in neighboring cell counterpart. To test this, we set up the co-culture system of
human iPS cells and mouse ES cells as an experimental model and revealed the followings in this
study. 1) Some portion of RNAs are transferred from mouse ES cells into human iPS cells primarily
driven by direct cell-to-cell contact; 2) After the RNA transfer, human iPS cells can covert from
primed to naive-like states; 3) Among mouse ES cell-derived RNAs, specific mRNAs coding
transcription factors are responsible for human iPS cell conversion into naive-like states.
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