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Reformation of evolutionary genomics in land plant evolution: from sequence
comparison to functional comparison.
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Establishing transformation technique for major streptophyte lineages are
pivotal to explore evolution of streptophytes. We succeeded to transiently express
beta-glucuronidase in Chara braunii by particle bombardment. We found reproducible zoospore
production condition for Coleochaete scutata. A zoospore cell can be propagated to a thallus, thus
such cells are considered a good candidate for transformation. Chlorokybus riethii NIES-160 was
sterilized and deposited to NIES microbial culture collection as an axenic culture and a reference
genome was established. For selection of transformations, hygromycin concentration to kill each
algal culture was established. These results would be foundation of establishing stable
transformation techniques for streptophyte algal lineages.



(Rensing et al 2008 Science)
(Banks et al 2011 Science)

(Nishiyama et
al. Cell 2018)
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