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Development of a method to elucidate the structural transition process by adding
a time stamp to the three-dimensional structure of a protein
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KcsA

As a method for determining the three-dimensional structure of a protein, a
single particle analysis method using a cryo-electron microscope has appeared, and it has become
possible to obtain a plurality of three-dimensional structures under the same solution conditions.
Since the obtained multiple three-dimensional structures lack time-series information, by fusing the

single-molecule structure change of the protein with the X-ray single-molecule dynamics measurement
method that can track the movement of the observation probe attached to the protein. We aim to
develop a method for adding time information to a three-dimensional structure and clarifying the
overall picture of the structural change process when it functions.
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