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Digital MS imaging to visualize heterogeneity of extracellular vesicles

Hatakeyama, Keiichi

4,700,000

Extracellular vesicles, including exosomes, are of ?reat importance in the
field of cancer, but much remains unknown about the heterogeneity of extracellular vesicle contents.

Therefore, the aim of this study was to establish a platform for the visualisation of molecules
contained in extracellular vesicles derived from a single cancer cell.

We aimed to establish the basic technology required to capture secretory proteins from a single
cell, which led to the establishment of a stable molecular immobilisation method with our
collaborator, the University of Agriculture and Technology. We also took a discovery approach using
bioinformatics-based analysis methods to identify molecules derived from a single cancer cell. We
identified a cell population that secretes a protein with a different expression pattern independent

of the cell cycle at the level of the same cell line.
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