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Establishment of the mothod for RNA labelling in a neuron subtype-specific
manner in vivo
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Selective degeneration of certain specific neurons is a common feature found
in neurodegenerative diseases. However, the causative mechanisms remain elusive, which hampers the

understanding of disease pathogenesis and the establishment of therapeutic strategies. In this
context, it i1s crucial to characterize individual neuronal subtypes in terms of their RNA expression
profiles. In this study, we challenged ourselves to develop a novel RNA labeling method to collect
RNAs from certain specific neurons with high accuracy. We chose cerebellar Purkinje cells as a
control and examined various labeling conditions and RNA recovery methods. As a result, we were able
to confirm the presence of marker genes expressed in Purkinje cells. However, the background noise
caused by contaminated non-specific RNAs remains high, which needs further improvement. We will
continue to devise sequencing methods and bioinformatics analyses for establishing the corresponding
method with higher accuracy.
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The physiological significance of RNA editing in maintaining brain homeostasis
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