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Method establishment of next generation clinical diagnosis based on highly
precise pathological specimen proteomics
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The purﬁose of this study was to establish quantitative proteomic method
able to accurately quantify pathological changes in the protein expression levels using FFPE
samples. After Pressure Cycling Technology (PCT)-assisted processing of FFPE liver samples followed
by SWATH-MS-based comprehensive quantification, the peak areas of 88.4% of peptides agreed with
those from matched fresh samples within a 1.5-fold range. The present method using phase-transfer
surfactant (PTS) buffer at 95C showed better agreement of peptide peak areas between FFPE and fresh
samples. When our method using PCT and PTS buffer at 95C was applied to a bile duct ligation (BDL)
disease model, the BDL/control expression ratios for 80.0% of peptides agreed within 1.2-fold range
between FFPE and fresh samples. This heat-compatible FFPE-PCT-SWATH proteomics technology using PTS
is suitable for quantitative studies of pathological molecular mechanisms and biomarker discovery
utilizing widely available FFPE samples.
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