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Multi-omics analysis to identify predictors for treatment efficacy of
perioperative chemotherapy in advanced gastric cancer

KODERA, Yasuhiro
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As a pivotal clinical trial for development of treatment strategy for

clinical stage 11l gastric cancer, a multicenter, randomized phase Ill clinical trial to confirm the
superiority of addition of preoperative adjuvant chemotherapy with S-1 + oxaliplatin (SOX) over
standard treatment is ongoing. IT the efficacy of chemotherapy can be predicted before decision
making of treatment, physicians can select the most appropriate treatment method for each patient,
which will have great significance not only in terms of treatment effect but also in terms of
medical economics. In this study, we performed a multi-omics analysis and identified candidate
markers for the efficacy of preoperative SOX therapy in plasma samples (protein and microRNA).
Moreover, we confirmed the feasibility of the Cancer Panel using endoacopic biopsy FFPE samples. The

results of this study will greatly enhance the quality of a future biomarker study.



Stage I1/111 S1 ACTSGC

Stagelll StagelllA
1B 13 5 67% 50%
@
@
JCOG 1 JCOG1509 JCOG1509 Stage
11 S1/ SOX 3
470
EGFR
KRAS
HER2
JCOG SOX
JCOG1509
(&1]) miiais QT IISIN
HRIC U MRIC LT ﬁﬁ@’;ﬁ
JOFAYV—L microRNA ’j\n*)b
2P . sequencing g
BEY—N—FR
ERRIRIED S DDA CRILERHT Dfeasibility 858
B®REI—H—0
HEPRBE T
Eop s Spag s JAERTERRE FhRARE
Kyxvs i Ll (FFPE) (RHSFFPE)
[ | []
DABIETERERHNT/ ()L (CANCERPLEX-JP)
(B T RIS 435BEFERDPBRBORET
. ELSARE Tumor mutation burden, Microsatellite instability
/microRNA :
JCOG1509
HMBERRS
= = ™
FEHBEB : N1 AY—hH— %ﬁc‘:fﬁﬁufb%ﬁﬁﬁlﬂiﬂ D8R3
BIRFHBIEE : BEER. BRREZNAF. F&. BREXE0BE y
Stagelll
JCOG1509 cStage IlI Stage Il
S1 SOX
JCOG1509
SOX
/microRNA FFPE
FFPE

/microRNA SOX



microRNA

(2]

cT3-4N1-38%&
EOMAXETAL, cMO (CY1Z8<), Bulky N2List

pilot REUIREY - 4RI, 20-797%. PS 0-1. FKBE
I
S VY LB
(1) 5%, cT (T3 vs. T4)
FEM (B2 vs. WPIRIBLIER)
JCOG1509 I
@ *
i RImEM LR EEE
S-1 + Oxaliplatin 33—2X
I
| 47 (B906% + D2U > CEEEE) | | T4 (BHDBR + D2U ) (EESE) |
&ML 2 EE Fuige L e S
JCOG1509
pilot
1.
JCOG1509
FU
4 4
iTRAQ
(2). microRNA microRNA
@
microRNA
microRNA
3). FEPE [®3]
FDA-Approved Investigational
precision medicine Drug Targets Drug.Targets -
Biomarkers
435-Gene
Selection
EQNCERPLEX Drug Resistance Drug Targetable
Genes Pathway
Tumor mutation
burden TCATGCA g
TCGTGCA
TCGTGCA =
TCCTGCA
SNVs and Copy Number
InDels Variation
FFPE DNA
CANCERPLEX _ cA .
FFPE CANCERPLEX S :
Virus-Driven Microsatellite Tumor Mutation
DNA Tumors Instability Burden
4).
@ @
PCR
JCOG1509 Stage 111 SOX
3 SOX

JCOG1509



FU

4
8

microRNA

miccroRNA 4

FFPE
CANCERPLEX
FFPE DNA

8

50



(KANDA Mitsuro)

(00644668) (13901)
2020 1 15
(KOBAYASHI Daisuke)
(30635595) (13901)
(TANAKA Chie)
(50589786) (13901)




