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Approaching the darkness of oral Helicobacter pylori: exploratory research on

isolation / identification, infection mechanism, and persistent infection
regulators
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i The detection rate of Helicobacger_?ylori_in the oral cavity is not clear.In
this study,we attempted to detect H.pylori from oral biofilms using the Nested PCR methods.In this

study,using a Nested PCR method was tried to detect H.pylori from oral biofilms.The Nested PCR
method used in this study was able to detect H.pylori with high sensitivity. Subsequently,by Nested
PCR method, from the gastric H.pylori suffering patient"s gastric tissue,H.pylori DNA was detectable
100%. 1f H_pylori was alive in the oral cavity,the oral cavity could function as a persistent
gastric infectious reservoir.Confirmation of the homology could not be carried out within the study
period. Oral H.pylori DNA was frequently detected in patients with a history of gastric H.pylori

infection.Oral H. pylori has characteristic distribution independent of sex and age,suggesting that
it is part of the normal microflora in the oral cavity.
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