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Gene-epigenome-environment interactions in cohort longitudinal study: early
prevention of school aged obesity
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The aim of this study was to identify epigenomic changes involved in fetal
environment and postnatal disease and health status. In a case-sub-cohort study including 218
obesity and 282 non-obesity children, we analyzed epigenome wide association study analysis (EPIC)
in cord blood DNA. In robust linear regression, methylation rate of only 1 CpG site was
significantly differenced with/without maternal pre-pregnancy obesity (FDR q < 0.05). Among only
mothers having male offspring, methylation rate of 2 CpG sites were differenced with/without
maternal pre-pregnancy obesity (FDR g < 0.1). In KEGG (Kyoto Encyclopedia of Genes and Genomes)
pathway analysis, functional pathways of nutrient metabolism, inflammation and immune system were
detected as linking to maternal pre-pregnancy"s obesity.
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p-value by chi-square test, t-test, and Mann-Whitney U-test.
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