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Modeling of biological wastewater treatment processes as aggregation of
microbial metabolisms of organic matters
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Influent wastewater, treated water and activated sludge were collected from
domestic wastewater treatment plants, to analyze dissolved organic matter at the compound species
level using high-resolution mass spectrometry and the microbial community responsible for the
organic matter degradation. The results showed that the microbial community structure was not found
to be related to the influent composition, whereas it was related to the treated water, indicating a

relationship between the treated water and microbial composition as a product of microbial
metabolism. In addition, we were able to establish a method for estimating the organic matter in
treated wastewater that is utilized by the microorganisms.
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