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Analysis of a factor that restricts viral propagation in plant antiviral
immunity
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Understanding the mechanism of plant antiviral immunity is important for
disease-resistance breeding. | investigated whether various mutants of the noncanonical antiviral
resistance factor JAX1 could inhibit viral replication, and identified some regions and amino acid
residues that are crucial for the function of JAX1. | also revealed that a specific sequence
enhances the spread of a plant virus in its host.
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