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Genome evolutionary insights into obligate parasitism of phytoplasmas
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In this study, we aimed to approach the molecular mechanism underlying
obligate parasitism, which is characteristic and common among phytoplasmas. In order to overcome the
technical barriers to the elucidation of the genetic background, we developed a method for
enrichment of phytoplasma DNA to achieve efficient genome sequencing. We also revealed the
commonality and variation in phyllogen, an effector family secreted in plants, among phytoplasma
strains. In addition, to understand the parasitism in insects in detail, we observed the
spatiotemporal dynamics of phytoplasmas.
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