2019 2020

Dynamic mechanisms of the replicative helicase loading in the E. coli
chromosomal replication origin oriC
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In all three domains of life, chromosomal DNA carries their genetic
information. Therefore, understanding of mechanisms of its replication is important. The initiation
of bacterial DNA replication requires unwinding of the double helix at a replication origin
sequence, which is sustained by higher-order nucleoprotein complexes constructed on the origin.
Loading of the replicative helicase on the unwound DNA functions as a platform for formation of
sister replisomes, leading to bidirectional chromosomal replication. To clarify the mechanism of the

replicative helicase loading, we investigated the roles of the nucleoprotein complex constructed on
the right half of oriC. We found that construction of the complex stimulates the helicase loading.
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