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In this study, we focused on heterochromatin, a chromosomal structure that
suppresses gene expression to elucidate the mechanism of heterochromatin structure formation during
meiosis and mitosis using fission yeast and budding yeast. We also investigated experimental
conditions for profiling chromatin structure changes over time during meiosis and constructed a
system for "reconstruction” of higher-order chromatin.



DNA 270

DNA
= DNA =
DNA
DNA
D
DNA 2
3)
in
vitro
(1)
(ChIP-seq)
H3K9
@)
RNAT(RNA interference, RNA ) H3K9
RNAi H3K9

RNAI



(1)

ATP
@
RNAI
siRNA(small interfering RNA) H K9
RNAi
1) siRNA RNase SIRNA
SIRNA SIRNA
2) H K9
H3K9
H3K9 H3K9
RNAI
(
SIRNA
Dicer RNAI

1) Ohkura H. Cold Spring Harb Perspect Biol. 20;7(5) (2015)
2) Ellermeier C et al., P.N.A.S. 107(19):8701-5 (2010)
3) Papazyan R et al., Elife 3:02996(2014)

ATP

1) RNAi

Dicer



Dong Wenbo Oya Eriko Zahedi Yasaman Prasad Punit Svensson J. Peter Lennartsson Andreas 10
Ekwall Karl Durand-Dubief Mickael

Abol is required for the H3K9me2 to H3K9me3 transition in heterochromatin 2020
Scientific Reports 6055
DOl

10.1038/s41598-020-63209-y

3 0 0

Eriko Oya, Mickael Durand-Dubief, Adiel Cohen, Vladimir Maksimov, Catherine Schurra, Jun-ichi Nakayama, Ronit Weisman,
Benoit Arcangioli, Karl Ekwall

93

2020

Eriko Oya, Tetsushi lida, Masafumi Nishizawa, Sayaka Ohta, Jun-ichi Nakayama and Takehiko Kobayashi

“

Reconstitution of RNAi-dependent heterochromatin “ in saccharo” experimental system

2022 CREST

2022

Eriko Oya, Tetsushi lida, Masafumi Nishizawa, Sayaka Ohta, Jun-ichi Nakayama and Takehiko Kobayashi

“

Reconstitution of RNAi-dependent heterochromatin “ in saccharo” experimental system

2023 CREST

2023







