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A study for molecular mechanisms that enable leaf acquisition in angiosperms and
their functional analysis
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The molecular mechanisms that enable leaf acquisition in angiosperms were
investigated. To investigate it, RNA -seq was performed using simple-leafed species, Amborella
(Amborella trichopoda) and Arabidopsis (Arabidopsis thaliana). DEG analysis, Go enrichment analysis,

and comparative Gene Co-expression network revealed that the gene expression profiles of leaves of
the two species were similar, even though they are phylogenetically distant from each other. This
suggested that the developmental program of simple leaves in angiosperms was already established in

early diverged angiosperms such as Amborella.
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