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Establishment of a Breast Cancer Prognostic Model Based on HOX Gene Expression
and Wnt Pathway Activity
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The HOX gene group is a master regulator of development during the embryonic

period. It has recently been reported that HOX gene is involved in the development and progression
of malignant tumors. The overall function of HOX genes has not yet been elucidated. The purpose of
this study was to clarify the relationship between the expression pattern of HOX genes in luminal
breast cancer and Wnt pathway, and also between HOX gene expression pattern and clinical prognosis.
Analysis of public data revealed that the HOX-C10 gene plays a central role in dividing the
prognosis of Luminal breast cancer. It was also shown that the prognosis of luminal breast cancer
can be accurately predicted using a prognosis prediction algorithm based on the HOX signature
(sensitivity 61%, specificity 64%).
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