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Elucidation of the mechanism for determining the winner of cell competition
among cancer cells with genetic diversity

Yamamori Morita, Tomoko
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As a model of chromosomal instability adaptability, we established a cell
line that is stably aneuploid. During the establishment of the cell line, about 90% of cells died,
indicating that being aneuploid is highly stressful to the cells. Approximately 10% of surviving
cells are mainly tetraploid and have the same proliferative capacity as the parent cells. As
compared to the parent cells, the aneuploid cells showed a characteristic morphology similar to
senescent cells and high positive rate of SA-b-galactosidase. In addition, under certain conditions,

aneuploid cells showed a marked decrease in ATP levels. From the results of various omics analysis,
it is considered that aneuploid cells adapt to the environment by changing amino acid / lipid
metabolism pathways without causing gene mutations or structural changes in transcriptional

activation regions.
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