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Estrogen-related receptor alpha_induces epithelial-mesenchymal transition
through cancer-stromal interactions in endometrial cancer

Yoriki, Kaori
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We investigated whether ERRa could participate in epithelial-mesenchymal
transition (EMT) in endometrial cancer through cancer-stromal interactions. Two endometrial cancer
cell lines were co-cultured with endometrial stromal cells (T-HESCs). EMT-associated factors
including vimentin, Snail, and ZEB1 were upregulated in cancer cells overexpressing ERRa and that
TGF-B was induced in T-HESCs. In contrast, ERRa knockdown suppressed EMT-associated factors in
cancer cells and TGF-B in T-HESCs. ERRa overexpression increased EMT-associated factors after TGF-
B exposure; however, it decreased E-cadherin at protein level. ERRa knockdown suppressed
EMT-associated factors after TGF- exposure, whereas E-cadherin remained unchanged. ERRa knockdown

attenuated the stimulation of migration and invasion by TGF-3 . ERRa 1is a potential target for
inhibiting TGF-B -induced EMT through cancer-stromal interactions in endometrial cancer.
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