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Regulation of pathological bone destruction targeting membrane molecules
expressed in pathologically activated osteoclasts

Kyumoto-Nakamura, Yukari
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We have previously showed that osteoclasts formed in the presence of IL-1f
enhanced bone resorption and induced the expression of cell surface protein different from normal
osteoclasts. IL-1B stimulation induced expression of Transferrin receptor 1 (TfR1) in osteoclasts
and enhanced iron uptake into cells through TfR1. However, known pathways involved in regulation of
TfR1 expression and enhancement of bone resorption was not significantly affect by IL-13
stimulation in osteoclasts. Therefore, IL-13 enhances bone resorption by increasing intracellular
iron through up-regulation of TfR1 expression, but the mechanism is not yet clear.
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