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aA miRNA array was used to comprehensively analyze microRNAs which
expression increased by LPS stimulation, an inflammatory substance, in human dental pulp cells. As a
result of screening miRNAs involved in the regulation of inflammatory cytokine production, miR-146b
emerged as a candidate. Subsequent studies suggested that miR-146b was upregulated by inflammatory
stimuli and that target analysis was more likely to be involved in inflammatory regulation.
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MicroRNA -146b downregulates proinflammatory cytokine expression in LPS-stimulated human pulp cells.
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