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Functional analysis of UCA1 long non-coding RNA in bone formation
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We confirmed the expression of the osteoblastic gene and UCAl gene in the
process of differentiation of human bone marrow mesenchymal stem cells into osteoblasts. As a
result, osteoblastic gene was induced, but UCAl gene expression was reduced. In addition, forced
expression of UCAL in human bone marrow mesenchymal stem cells by a lentiviral vector enhanced ALP
gene expression at 1 week after the initiation of osteoblastic differentiation. However, the effect
on ALP gene expression decreased along with time, and it was no longer observed 3 weeks after the
infection. These results indicate that UCAl promotes differentiation at an early stage of
osteoblastic differentiation but may not affect the subsequent differentiation process, while its

expression also declines.
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