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Development of a novel personal identification method using CRISPR diversity in
the human microbiome
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CRISPRs are prokaryotic genetic elements, composed of repeats that are
interspaced by short sequences called spacer. CRISPR loci in the human skin microbiome were
sequenced by amplicon sequencing. The spacers were significantly more individual specific than site
specific, revealing that spacers in the skin microbiome were highly personalized.
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