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Genetic basis underlying latitudinal adaptation of seasonal reproduction in
sticklebacks

Ishikawa, Asano
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The length and timing of the breeding season vary widely across latitudinal
gradients. However, little is known about the genetic basis underlying the latitudinal adaptation of
seasonal reproduction. In this project, we analyzed the three-spined stickleback in European in
Continental Europe, which inhabits a wide range of latitudes. We revealed that the evolution of the
breeding season due to latitudinal adaptation occurs by a different mechanism than the evolution of
the breeding season associated with freshwater colonization.
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