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Novel RNA-seq analysis reveals RNA regulatory networks in bacteria
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In order to grow in various environments, bacteria appropriately regulate
gene expression, and understanding the mechanism is important for preventing bacterial infections.
It has been revealed that the 3*UTR of some mRNAs has the function of regulating gene expression,
similar to small RNAs (sRNAs) that control post-transcriptional regulation in bacteria. In this
study, we aimed to elucidate the function of mRNA 3°UTR in Salmonella and Vibrio cholerae. We
comprehensively extracted pairs of transcripts, such as sRNA, mRNA, and tRNA, that form base pairs
with mRNA 3*UTR using a new RNA-seq method and analyzed their functions.
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