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mRNA and non-coding RNA, both of which are transcribed by RNA polymerase II, have
different fate with different RNA processing processes. We analyzed the mechanism for
the fate-determination mechanism and found that transcriptional elongation factors
were involved in fate-determination process of heterochromatic ncRNA in fission yeast.
We also found that fission yeast heterochromatin ncRNA formed DNA:RNA hybrid to
remain on chromatin and plays a role in heterochromatin formation. In addition, we
revealed the mechanism to regulate elongation of transcription by transcriptional
elongation factors.
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