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Actin is one of the most abundant proteins in eukaryotic cells, and preforms numerous crucial cellular
functions. In muscle cells, actin monomers assemble into filamentous aggregates, play roles in muscle
contraction and its regulation, while in non-muscle cells, actin drives cell motility through cycles of
assembly and disassembly between monomers and filaments. In this project, the 3D structure of the actin
filament was first elucidated, as well as structures of complex of actin with other proteins. Based on these
structures, we have gained mechanistic understanding of actin cellular functions.
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BHEDO L BLLOUIFE BT 2, HOHWIAIEIZ
MEATONERETDHIEEFRRELZGRXT),
(3) TIXEBA RIS T 74— D T
IF U REHEDO R EZ R E LGRS 2). Ik JRTE
THEAEORIEIZHD TRAHLZGERX 1),
HEY (4) O7-DITITH ZEFIEEIZ > THES
7= SAIL-NMR 1E52 HVWCE BB OfE & Eh e
ZEERE T HHFE A 4R T D,

4. HERE

Q) TIFUVEARKROEIEEREE:

TUF B EARORE AL 1990 IS
VTN, T F 2 BEAR (BHE) ORE IT R
M Thot-, - HIZT7F o HEED &5
REREE ZfRIAL . 77 F o NE ST ENE DLy
TIEReE KREAfbsEAZ LR AL (K1:
FASC 10)  ZOREEMR BT L O REE AR AT 1A
B ICERBELOOEITEN- (FEOES
M), ALY T 7F 9 FDIGRED I,
BUE RS BRSO 75 A A BT TS S
O m D REEMTIEIC L > TR S =,

Nd+Me? #E &%

M1. BERICELRITIFUREOE, TI/F 551
DO PITIT ATP & M@P D3 B4 DIk D5, BHERT
WIER DK 20 FERUN TWOA N EAEICHAAER
BB (FEIL 9),

BRI T I7F v OERERENIL, T7F D

B xEPRT 5 L CERAMICE TR R THD,
BT, RIS T FNICEADT

INF—=DEZ LN TNAILE RIS, B,
ZDERNTT 7F D ATP IR Gz k- CTBR
BINDHOTILL, WIZEFIZL->T ATP i

KOFRDFH RSN GERL 14), ERATEHLT
JF L HBARO E A~ DB 2L - Tsiil
T5, TR, TI/F U EAITH BRI

SNP BRI T 7 TF v DE A S 2Tk

BIDOEAE (Arp2/3 EEK, formin 728) 24

EWLd 5, = ATP KD fRICED H BT X

NX—XESIELNLIOTIIR MESGE

Hefi95, 9725 ADP i & AR LD AR

LRI D, B il % D5y FIZE DT RIL
X —5EZRNOLESRNLEIFIET HD

ITERL CTHID TSNS 5 FEoL—7-

N—TFEEDTDTHD, TibbT /T &E

AT CIIA L B R &L E R ORI

WhB 72 RT U 2N DT T 7 F L EE R F

BN D THAD,

(2-1) TI7F U EEE P unDEE:
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