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Research that aims at unified understanding of olfactory system
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MRS O EE (330) © For understanding of olfactory system, we developed the infrastructure
that reveals the relationship among odorant molecular, receptor, odorant map and genome structure,
by combining various bioinformatics approaches and experimental information. We developed the
high performance method for predicting the activity of olfactory receptor from the ligand and
sequence information, by the machine learning of structural features of ligand and receptors.
Applying this method to olfactory receptors of mouse and human, the predicted results had linked
to the genomic coordinates and this information is included in integrated database.
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