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WFZE Rk D43 (F£3C) : Recent molecular genetic studies have shown that expansion of DNA
trinucleotide repeats cause human neurological diseases, which are called trinucleotide repeat disorder.
Unfortunately, there are no effective therapeutic approaches for the treatment of these diseases. In this
work, we have successfully developed fluorescent ligands for C-C mismatch detection in CCG
trinucleotide repeats that are associated with fragile site XE-linked mental retardation. It is expected that
the discovery of such small molecules that bind trinucleotide repeats would provide a method for the
smart diagnosis of the repeated length and a rational basis for the development of effective therapeutic
agents.
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