#R= C-19
HEREMHBIEHERRBESE

VR 2 34 6 H 7 ABUE

HREEES - 13901

MZEiER  EBHE B

HZEHARS - 2008~2010

REES 0 20380048

MEFESL (F130)
EERFEOMBAERSIZK /N4 AT ADEREERD & FEHIH
MEFESL (EX)
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Researches on transcription factors involved in production of biomass-degrading
enzymes led to 1) identification of ManR and CelR that regulate production of mannolytic
and cellulolytic enzymes in A. oryzae and cellulolytic enzymes in A. nidulans, respectively,
2) identification of target genes of AraR and ManR, 3) discovery of D-xylose-dependent
reversible phosphorylation of XInR, 4) identification of genes cooperatively regulated and
those competitively regulated by XInR and AraR, and 5) elucidation of involvement of
McmA in cellulase regulation.
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