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WFZERL I DOBEZE (3530) : Unusual fungal diterpene synthases possess the GGDP synthase
domain at C-terminus and GGDP cyclase domain at N-terminus. We planed to construct
the diterpene producing system based on the useful characters of fungal chimera diterpene
synthase family. Our research has provided interesting information by characterization of

chimera enzymes from Aspergillus oryzae, Magnaporthe grisea, and Penicillium

chrysogenum.
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