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Searching of candidate genes for adaptation in Fagus crenata populations and their
ecological significance
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WHER OB (33C) : In this study, we aimed to search candidate genes for adaptation
by examining the variation at nuclear expressed regions in Fagus crenata and address
ecological significance of the variation. We developed a total of one hundreds and
sixty—nine genetic markers using the library of expressed sequence tags. We evaluated
nucleotide variation at the targeted expressed regions in the populations on the Sea of
Japan and Pacific sides of Japan, by sequencing with the designed primers for the genetic
markers. Although no loci indicating adaptive variation were detected, the nucleotide
variation suggests historical population expansion. The population genetic structure we
found confirmed that F. crenata populations should be managed separately between the
Sea of Japan and Pacific sides of Japan.
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