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The genetic analysis of calcineurin signaling pathway in schizophrenia.
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The calcineurin cascade is central to neuronal signal transduction, and genes
in this network are intriguing candidate schizophrenia susceptibility genes. In this
study, we performed association studies of calcineurin-related candidate genes by using
Japanese schizophrenic pedigrees and case—control samples. In addition, we conducted a
genome—wide association study (GWAS), which is a potentially powerful tool for
identifying the risk variants that underlie the disease. We found several novel candidate
genes for the disease, and unveiled the accumulation of association signals from genes
of GABAergic pathways in schizophrenia. Furthermore, we extended our study by using
postmortem brains of schizophrenic patients and transgenic mice of candidate genes. These
findings support the genetic association of altered calcineurin/GABA signaling with
schizophrenia pathogenesis
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