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THEEREEL2 (FEX) Role of fibroblast growth factors on regenerating skeletal muscle
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MFTERR R OBEE (Fn30) : HHRE% ORIEBRERIZE VT, R MaEEA 1~ <Tdh 5 FeF-1~
FGF-8 DIEHL & i OHEFEC /L TR EZ I S 5 ~—F —B s+ O R B L O BE#E M %
T KE R, FGF-1, FGE-5, 38 X ONFGF-7 ™4+ mRNA 23 DB IC B W TR ELZ N S &
5O BN, FEIZ, FGF-T TS~ U v 7 A& & HITHRAEA L FHMIN DI 3
BNED b, HHRE#ORIEIBRRICIIT D FGF-7 OREMENH &I 572758, FGF-7 D%
BHNC L - T, EOME « b~ — I — OB E FRBUCEEZ RIS ho e, FGF-7
DB FHAEBRRICB T 2 EENC SO W TIIHAEIC TE R o T2,

WFZERE B OMEEL (F3L) : To examine the relations between specific fibroblast growth
factors (FGFs) and satellite cell activation during muscle regeneration in vivo, we
measured mRNA expression of FGFs and myogenic markers in rat plantaris muscle after
bupivacaine administration. FGF-1, FGF-5 and FGF-7 mRNAs after the treatment started to
increase at the same time as MyoD and PCNA mRNAs. FGF-7 protein was expressed in immature
muscle fiber nuclei and the extracellular matrix. These results indicate that FGF-7 is
associated with specific myogenic marker expression during muscle regeneration. However,
suppression of FGF-7 mRNA expression following short hairpin RNA administration did not
change the expression of myogenic markers. Consequently, the role of FGF-7 during muscle
regeneration in vivo remains unclear.
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