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In recent decades, the invasive signal crayfish (Pacifastacus leniusculus) has been
rapidly expanding its distribution range in Japan. Based on 16S mtDNA analysis, we
clarified its origin, genetic variability and dispersal in Japan. We found that the invasive
signal crayfish: 1) have undergone genetic admixture following transportation from
multiple locations in the native range, 2) have high genetic variability and 3) likely
increasing their distribution range through unintended human-mediated introductions.

We subsequently developed five polymorphic microsatellite markers for signal crayfish,
after which the population structure and genetic variability were analysed. Consequently,
5) the invasive signal crayfish populations were grouped into three clusters (Hokkaido,
Nagano and Shiga) 6) the newly found population in Tone River drainage appeared to have
originated from Hokkaido and 7) the populations with low genetic variability in 16S
mtDNA have high genetic variability in microsatellite DNA. These microsatellite markers
are useful in 1dentifying dispersal pathways and defining eradication units for the invasive
signal crayfish.
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