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The Drosophila middle midgut has two functions, copper absorption and acid secretion.
These functions are established by intercellular communication between copper and
interstitial cells. The transcription factor Dve has two isoforms (Dve—A, Dve-B), and
the spatio—temporal regulation of isoform switching is cricial for functional
differentiation of the midgut. In addition, the cell-type specific activities of Rho

GTPase and V-ATPase are also required for the midgut functions
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