%= C-19
FrmREMDEMTRRBSE
Rk 23 £ 5 A 27 HHAE

WREES - 10107

HTFER : EBFFE (0)

WFZTHAR : 2008~2010

FREES : 20570102

MREER F10)  DMAEIAL LT AR T OV LT EIRO B & S T KD
guitE |

FEEEL (EX) Linkage between Isomerization of Phosphoenzyme Intermediate and
Calcium Transport in Sarcoplasmic Reticulum Calcium Pump
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WFFER R DA EL (53) : Ca®' is transported by sarcoplasmic reticulm Ca*'-pump through formation
and hydrolysis of phosphoenzyme intermediate (EP) phosphorylated with ATP. Ca*" ions bound to EP
from cytoplasm are released into lumen in its isomerization (E1P-Ca,—E2P). I found structural elements
essential for the isomerization, and found a new EP intermediate (E2P-Ca,) between these two EPs. To
perform atomic or other structural analysis, I then developed stable analogs for E1P-Ca, and E2P-Cas.
Furthermore, I have elucidated some new roles of the K* ion bound to EP during Ca*
transport and the mechanism of pump activation by high-concentration of ATP.
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