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Interaction analysis of chromosomal replication related proteins
in Escherichia coli.
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Most of functional proteins work in protein complex and interact with other proteins
In this study, we examined protein—protein interaction based on the protein structure
using NMR and amino acid mutation analysis. We found and discussed the function of CedA,

HSPQ, PriB, PriC, and DnaT involved in replication in Escherichia coli.
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(Katayama et al. 1997 Mol. Microbiol. 26,
687-97.), L2 L. CedA D43+ & LT ORERE
IXWE 5Dy o T o 72, CedA 1 NMR %
NS AR DNA EREET DX NI E L
WEREITND Z EMNREB I TS (Chen HA
et al. 2005 Biochemistry, 44 6738-44) 73,
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VR RS & e\ FAR 2 R L
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@DnaT, PriC 2B L CITBERERILR.,
WREREL T D, BT & BICARLE Tl
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AATE 7T A FEE ANLKZ, RNA
polymerase fE&EHEIF % KIE S W7 CedA A2
RBIETEFFST 7 A3 REKRIBE dnaAcos
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