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WFER B O (¥3C) : 1 prepared Thermus thermophilus HB8 proteins involved in
mismatch repair and base excision repair systems and performed reconstitution of repair
reactions, protein-protein interaction analysis and crystal structural analyss. Based on
the results, I revealed that novel interactions between mismatch repair proteins contribute
to strand discrimination, the nuclease which degrades an error-strand recognizes
single-straded DNA by its unique structure, and two DNA polymerases function in
different pathways of base excision repair.
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