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In order to elucidate the mechanisms of E.coli 100S ribosome formation, the structure
of the 100S ribosome was observed by electron cryomicroscopy. The results revealed that
the 100S ribosome is formed by two tRNA-free 70S ribosomes through the interactions between
their 30S subunits and that the S2, S3 and S5 proteins are likely to be directly involved
in the interactions. The functions of these proteins are related to the binding of mRNA
to the ribosome. The undesirable binding of mRNA to the 100S ribosomes may be inhibited
by the conformational changes around the S2-S5 region.
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